ABSTRACT We report the 5.3-Mbp genome sequence of Bacillus cereus strain TS2, which was isolated from the sediments of a solar saltern in southern India. Genome analysis of B. cereus TS2, a salt-resistant strain, will improve our understanding of how B. cereus, a food pathogen, responds to hyperosmotic stress.
surprise, we also detected resistance mechanisms against zinc, arsenic, cobalt, cadmium, copper, chromium, bile, and antibiotics (streptothricin, tetracycline, aminoglycosides, vancomycin, fosfomycin, fluoroquinolones, and ␤-lactam antibiotics) encoded on the TS2 genome. We are currently testing and evaluating B. cereus TS2 as a potential food contaminant and a pathogen.
Data availability. This whole-genome shotgun project has been deposited in DDBJ/ENA/GenBank under the accession no. PIYQ00000000. The version described in this paper is the first version, PIYQ01000000.
